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ENTERED 



<110> APPLICANT: Waldmann, Rainer 

<120> TITLE OF INVENTION: MAMMAL NEURONAL ACID SENSING CATIONIC 

CHANNEL, CLONING AND APPLICATIONS THEREOF 
<130> FILE REFERENCE: 989.6701P 

<140> CURRENT APPLICATION NUMBER: US/09/129 , 758 
<141> CURRENT FILING DATE: 1998-08-05 
<150> EARLIER APPLICATION NUMBER: PCT/FR98/00270 
<151> EARLIER FILING DATE: 1998-02-11 
<150> EARLIER APPLICATION NUMBER: FR 97/01574 
<151> EARLIER FILING DATE: 1997-02-11 
<150> EARLIER APPLICATION NUMBER: FR 97/09587 
<151> EARLIER FILING DATE: 1997-07-28 
<160> NUMBER OF SEQ ID NOS : 18 
<170> SOFTWARE: Patentln Ver. 2.0 
<210> SEQ ID NO 1 
<211> LENGTH: 3562 
<212> TYPE: DNA 
<213> ORGANISM: rat 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: (123) • . (1700) 
<400> SEQUENCE: 1 

cacacacaca cacacacaca cacacacaca cacacacaca cacacagaac ctgcgcctgt 60 
gcctgtgcct gtgcctgtgc ctgtttgaga gctggagaca cagaaggatc cccttggcaa 12 0 
gg atg gaa ttg aag acc gag gag gag gag gtg ggt ggt gtc cag ccg 167 
Met Glu Leu Lys Thr Glu Glu Glu Glu Val Gly Gly Val Gin Pro 
1 5 10 15 

gtg age ate cag get ttc gec age age tec acg ctg cat ggt ctt gec 215 
Val Ser lie Gin Ala Phe Ala Ser Ser Ser Thr Leu His Gly Leu Ala 

20 25 30 

cac ate ttc tec tat gag egg ctg tct ctg aag egg gca ctg tgg gec 263 
His lie Phe Ser Tyr Glu Arg Leu Ser Leu Lys Arg Ala Leu Trp Ala 

35 40 45 

ctg tgc ttc ctg ggt teg ctg gee gtc ctg ctg tgt gtg tgc act gag 311 
Leu Cys Phe Leu Gly Ser Leu Ala Val Leu Leu Cys Val Cys Thr Glu 

50 55 60 

cgt gtg cag tac tac ttc tgc tat cac cac gtc acc aag ctt gac gaa 3 59 
Arg Val Gin Tyr Tyr Phe Cys Tyr His His Val Thr Lys Leu Asp Glu . 

65 70 75 

gtg get gee tec cag etc acc ttc cct get gtc aca ctg tgc aat etc 407 
Val Ala Ala Ser Gin Leu Thr Phe Pro Ala Val Thr Leu Cys Asn Leu 
80 85 90 95 

aat gag ttc cgc ttt age caa gtc tec aag aat gac ctg tac cat get 455 
Asn Glu Phe Arg Phe Ser Gin Val Ser Lys Asn Asp Leu Tyr His Ala 
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95 Thr Arg Tyr Gly Lys Glu Leu Ser Met Val Lys lie Pro Ser Lys Ala 

96 ' 370 375 380 

97 tec gec aag tac ctg gec aag aag ttc aac aaa teg gag cag tac ata 1319 

98 Ser Ala Lys Tyr Leu Ala Lys Lys Phe Asn Lys Ser Glu Gin Tyr lie 

99 385 390 395 

100 ggg gag aac att ctg gtg ctg gac att ttc ttt gaa gtc etc aac tat 1367 

101 Gly Glu Asn lie Leu Val Leu Asp lie Phe Phe Glu Val Leu Asn Tyr 

102 400 405 410 415 

103 gag acc ate gag cag aaa aag gec tat gag ate gca ggg ctg ttg ggt 1415 

104 Glu Thr lie Glu Gin Lys Lys Ala Tyr Glu lie Ala Gly Leu Leu Gly 

105 420 425 430 

106 gac ate ggg ggc cag atg ggg ttg ttc ate ggt gec age ate etc acc 1463 

107 Asp lie Gly Gly Gin Met Gly Leu Phe lie Gly Ala Ser lie Leu Thr 

108 435 440 445 

109 gtg ctg gaa etc ttt gac tat gee tac gag gtc att aag cac agg ctg 1511 

110 Val Leu Glu Leu Phe Asp Tyr Ala Tyr Glu Val lie Lys His Arg Leu 

111 450 455 460 

112 tgc aga cgt gga aag tgc cag aag gag get aag agg age age gca gac 1559 

113 Cys Arg Arg Gly Lys Cys Gin Lys Glu Ala Lys Arg Ser Ser Ala Asp 

114 465 470 475 

115 aag ggc gtg gcg etc age ctg gat gac gtc aaa aga cac aat ccc tgc 1607 

116 Lys Gly Val Ala Leu Ser Leu Asp Asp Val Lys Arg His Asn Pro Cys 

117 480 485 490 495 

118 gag age etc cga gga cat cct gee ggg atg acg tac get gec aac ate 1655 

119 Glu Ser Leu Arg Gly His Pro Ala Gly Met Thr Tyr Ala Ala Asn lie 

120 500 505 510 

121 eta cct cac cat ccc get cga ggc acg ttt gag gac ttt acc tgc 1700 

122 Leu Pro His His Pro Ala Arg Gly Thr Phe Glu Asp Phe Thr Cys 

123 515 520 525 

124 taagccctcg caggccgctg taccaaaggc ctaggtgggg agggctgggg gagcaagggg 1760 

125 cccccaactg cccccagcta ccctgtggac ttaactgeat tcctggtcag tggttccctc 1820 

126 ttgtctgtgg tgagaaagga gtcttgacca tagagtcctc tcccagcctc tatcccatct 1880 

127 ttttatttta atttaatcac atttgetctg taatattget tgaggctggg gategtgatt 1940 

128 tccccccagt tcttttattg ttgagaatag ttttctctat tctgggtttt ctgttatttc 2000 

129 aaatgaatct geaaattget cttcccatct ctatgaagaa ttgcgttgga attttgatgg 2060 

130 ggattgtatt gaatctgtag attgectttg gtaagatggc catttttact atgttaatcc 2120 

131 tgecaattea tgagcaaggg agatctttct atctctgaaa tctacttcag tttctttctt 2180 

132 cagagacttg aagttcttgt cataaaaatc tttttggtta gagccacacc aaggtatttt 2240 

133 atattgtttg tgactattgt gaatggtgtc atttccctaa tttccttctc agectactta 2300 

134 tcctttgagt agaggaaggc ttctgatttg tttgggttaa ttttataccc agetgetttg 2360 

135 ctaaagttct ttatcaggtt taggtgttct ctggtggaac ttttggggtc aegtaagaat 2420 

136 actattatat catctgeaaa tagtgatatt tcacttcttc ctttccaatt tctatccctc 2480 

137 tggggacttt ttgttgtcta attgetctgg ctaggacttc aaattctata ttgaatagat 2540 

138 agggagagag tgggcagect tgtctagttc ctggttttcg tgggatcget tcaaatttct 2600 

139 ctccatttag tttgatattg gctactggtt tgctgtatat ggcttttact gtacttaggt 2660 

140 atgggccttg aattcctgat atttccaaga cttttaacat gaaggggttt tgaaatttgc 2720 

141 caaatgettt ctcagcatct aatgagatga tcatgtgccc tccccccacc ttgagtttgt 2780 

142 ttatatagtg ggttacatga aaggatcatt tctaatagtc cacaagtctg ccaaatcttg 2840 

143 ctgattgtga ctcatttcca tagcaggctc tataacttct ctaacagatt gcattaaact 2900 

144 ctgcttgggg aaggcattac ctcttggttg aagcaatgtt gtagtttcta tgcctgctga 2960 
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195 Val Ser Cys Gin Glu Gin Arg Leu lie Tyr Leu Pro Ser Pro Trp Gly 

196 275 280 285 

197 Thr Cys Asn Ala Val Thr Met Asp Ser Asp Phe Phe Asp Ser Tyr Ser 

198 290 295 300 

199 lie Thr Ala Cys Arg lie Asp Cys Glu Thr Arg Tyr Leu Val Glu Asn 

200 305 310 315 320 
2 01 Cys Asn Cys Arg Met Val His Met Pro Gly Asp Ala Pro Tyr Cys Thr 

202 325 330 335 

203 Pro Glu Gin Tyr Lys Glu Cys Ala Asp Pro Ala Leu Asp Phe Leu Val 

204 340 345 350 

205 Glu Lys Asp Gin Glu Tyr Cys Val Cys Glu Met Pro Cys Asn Leu Thr 

206 355 360 365 

207 Arg Tyr Gly Lys Glu Leu Ser Met Val Lys lie Pro Ser Lys Ala Ser 

208 370 375 380 

209 Ala Lys Tyr Leu Ala Lys Lys Phe Asn Lys Ser Glu Gin Tyr lie Gly 

210 385 390 395 400 

211 Glu Asn lie Leu Val Leu Asp lie Phe Phe Glu Val Leu Asn Tyr Glu 

212 405 410 415 

213 Thr lie Glu Gin Lys Lys Ala Tyr Glu lie Ala Gly Leu Leu Gly Asp 

214 420 425 430 

215 lie Gly Gly Gin Met Gly Leu Phe He Gly Ala Ser He Leu Thr Val 

216 435 440 445 

217 Leu Glu Leu Phe Asp Tyr Ala Tyr Glu Val He Lys His Arg Leu Cys 

218 450 455 460 

219 Arg Arg Gly Lys Cys Gin Lys Glu Ala Lys Arg Ser Ser Ala Asp Lys 

220 465 470 475 480 

221 Gly Val Ala Leu Ser Leu Asp Asp Val Lys Arg His Asn Pro Cys Glu 

222 485 490 495 

223 Ser Leu Arg Gly His Pro Ala Gly Met Thr Tyr Ala Ala Asn He Leu 

224 500 505 510 

225 Pro His His Pro Ala Arg Gly Thr Phe Glu Asp Phe Thr Cys 

226 515 520 525 

227 <210> SEQ ID NO 3 

228 <211> LENGTH: 1620 

229 <212> TYPE: DNA 

230 <213> ORGANISM: human 

231 <220> FEATURE: 

232 <221> NAME/KEY: CDS 

233 <222>. LOCATION: (1)..(1542) 

234 <400> SEQUENCE: 3 

235 ccg gtg age ate cag gec ttc gee age age tec aca ctg cac ggc atg 48 

236 Pro Val Ser He Gin Ala Phe Ala Ser Ser Ser Thr Leu His Gly Met 

237 1 5 -10 15 

238 gee cac ate ttc tec tac gag egg ctg tct ctg aag egg gca ctg tgg 96 
23 9 Ala His He Phe Ser Tyr Glu Arg Leu Ser Leu Lys Arg Ala Leu Trp 

240 20 25 30 

241 gec ctg tgc ttc ctg ggc teg ctg get gtg ctg ctg tgt gtg tgc acg 144 

242 Ala Leu Cys Phe Leu Gly Ser Leu Ala Val Leu Leu Cys Val Cys Thr 

243 35 40 45 

^ AA gag cgt gtg cag tac tac ttc cac tac cac cat gtc ace aag etc gac 192 

PttastNott: . y 

Use of a and/or Xaa- have been detected In the Sequence Listing. Please review the / 
Sequence listing t ensure that a c rrespondlng explanation Is presented In the <220> to^X j ~Z — 
<223> fields teach sequence which presents at least hen rXaa. 
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VERIFICATION SUMMARY 
PATENT APPLICATION US/09/129,758 



DATE: 03/15/1999 
TIME: 08:37:47 



Line ? Error/Warning 



333 W Invalid/Missing Amino Acid Numbering 

1300 W "N" or "Xaa" used: Feature required 

1360 W "N" or "Xaa" used: Feature required 

1372 W "N" or "Xaa" used: Feature required 



Input Set: 1129758. RAW 

Original Text 



Thr Leu Ser Xaa Glu lie Trp Thr Tyr Leu G 
ttyccngcnr tnacnntntg yaay 
canarnccna nntgnccncc dawrtc 



